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1. Data Access and Downloading

1.1 Download Links:

File name File size md5sum

ABOOOOOXYZ

Report.zip - This is a zip file of analysis results.

md5sum - In order to verify the integrity of files, md5sum is used. If the values of md5sum are the same,
there is no forgery, modification or omission.

Your data will be retained in our server for 3 months. Should you wish to extend the retention period,
please contact us.

1.2 Download Instructions:

Data hasbeen transferred via sFTP/Globus/hard drive. Log-in instructions are provided below:

1.3 Folder and Data Structure:

[Order]_Report £ | Excel file

. Fi
1 (1)Raw data —— &1 NPX [csvixisx) .
‘ Folder
— %] Ct[csv|xlsx] & Image

“—  Sample.Info.txt

- (2)Quality Control —— M Missing frequency plot.png
— & MDS plot.png
— B Z score boxplotpng

— B NPX heatmap.png

— M Signal deviation plot.png

=1 (3)Analysis [Comparison] M Box plot [protein].png
W Volcano plotpng
£ J [Comparison]Analysis Result.xlsx

* | Analysis Resultxlsx

—  (4)GO gprofiler —I: [Comparison].GO —[ M gprofilerbarpng
Analysis_Result.html W [BP|MF|CC)_gprofiler.png W gprofilerpng

“ | [Comparison)_sig.xlsx

Figure 1: Example data organization.
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1.4 Provided Files:

1. Differentially Expressed Protein:
a. DEP_ttest_results.txt
b. DEP_volcano.png
c. DEP_samples_heatmap.png
d. GSEA results.txt
e. GSEA_heatmap.png
f. Survival_KM_plot.png
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2. Sample Results Summary

2.1 Differentially Expressed Proteins (DEP)

Differential protein expression can be conducted on two or more groups. All DEP results will include a
table of significant (p<0.05) DEPs with p-value and adjusted p-value. In addition, DEPs will also include a
volcano plot and a heatmap of the top 50 DEPs. Note that a single volcano plot is not possible for >3
groups (ANOVA), as these plots depict 1 to 1 comparisons. That said, it is possible to provide individual
volcano plots for all 2-group subsets (e.g. A vs. B, Avs. C, B vs. C). Upon request, we can provide
expression plots of randomly selected proteins or customer-provided proteins of interest as validation
of the DEP calculations.

a. Differentially Expressed Proteins (DEPs)

Samples are tested for DEPs based on experimental design [treatment versus control]. The full
expression table is provided in /Results/DEP_[ttest] results.txt/

Protein UniProt.ID Treated Untreated p.value adj.p.value method Welch Two alternative
TRAIL P50591 7.4 10 1.85E-06 0.000171 = Sample t-test two.sided
SERPINA7 | P05543 9.06 12.3 1.86E-06 0.000171 = Welch Two Sample t-test two.sided
CXCcL11 014625 5.62 3.9 2.96E-05 0.00181 Welch Two Sample t-test two.sided
MMP-10 P09238 9.2 11.3 8.49E-05 0.0039 Welch Two Sample t-test two.sided
CD6 Q8WWJ7 2.73 1.84 1.06E-04 0.0039 Welch Two Sample t-test two.sided
FIt3L P49771 6.13 4.17 1.57E-04 0.00481 Welch Two Sample t-test two.sided
DPP4 P27487 4.23 6.22 2.37E-04 0.00622 Welch Two Sample t-test two.sided
TWEAK 043508 8.13 10.1 4.36E-04 0.01 Welch Two Sample t-test two.sided
EFEMP1 Q12805 2.09 2.78 1.66E-03 0.0329 Welch Two Sample t-test two.sided
REG3A Q06141 7.23 9.49 2.00E-03 0.0329 Welch Two Sample t-test two.sided
DEFA1 P59665 431 3.47 2.01E-03 0.0329 Welch Two Sample t-test two.sided
ICAM1 P05362 2.5 3.09 2.15E-03 0.0329 Welch Two Sample t-test two.sided
IL-22 RA1 Q8N6P7 8.99 11.5 2.72E-03 0.0385 Welch Two Sample t-test two.sided
TCN2 P20062 5.54 8.46 3.49E-03 0.0459 Welch Two Sample t-test two.sided

DEPs were visualized by volcano plot with significant results are labeled in red and by heatmap (NPX
values).
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